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18 <210> SEQ ID 

19 <211> LENGTH:^ ^ 

20 <212> TYPE: DNA" 

21 <213> ORGANISM: Escherichia coli 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: (1)..(1620) 

26 <223> OTHER INFORMATION: pckA 
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63 Pro Asp Thr Arg Leu Ser Val Arg Phe He Thr Glu Val 

64 130 135 140 

66 gcg cat ttt gtc aaa aac atg ttt att cgc ccg age gat 

67 Ala His Phe Val Lys Asn Met Phe He Arg Pro Ser Asp 

68 145. 150 155 

70 gca ggt ttc aaa cca gac ttt ate gtt atg aac ggc gcg 

71 Ala Gly Phe Lys Pro Asp Phe He Val Met Asn Gly Ala 

72 165 170 

74 aac ccg cag tgg aaa gaa cag ggt etc aac tec gaa aac 

75 Asn Pro Gin Trp Lys Glu Gin Gly Leu Asn Ser Glu Asn 

76 180 185 

78 ttt aac ctg acc gag cgc atg cag ctg att ggc ggc acc 

79 Phe Asn Leu Thr Glu Arg Met Gin Leu He Gly Gly Thr 

80 195 200 205 

82 ggc gaa atg aag aaa ggg atg ttc teg atg atg aac tac 

83 Gly Glu Met Lys Lys Gly Met Phe Ser Met Met Asn Tyr 

84 210 215 220 

86 ctg aaa ggt ate get tct atg cac tgc tec gec aac gtt 

87 Leu Lys Gly He Ala Ser Met His Cys Ser Ala Asn Val 

88 225 230 235 

90 ggc gat gtt gcg gtg ttc ttc ggc ctt tec ggc acc ggt 

91 Gly Asp Val Ala Val Phe Phe Gly Leu Ser Gly Thr Gly 

92 245 250 

94 ctt tec acc gac ccg aaa cgt cgc ctg att ggc gat gac 

95 Leu Ser Thr Asp Pro Lys Arg Arg Leu He Gly Asp Asp 

96 260 265 

98 tgg gac gat gac ggc gtg ttt aac ttc gaa ggc ggc tgc 

99 Trp Asp Asp Asp Gly Val Phe Asn Phe Glu Gly Gly Cys 
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